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Speciation or subspeciation in the southern Australian whipbirds long recognized as the 
Western Whipbird Psophodes nigrogularis? 

The Western Whipbird, Psophodes nigrogularis, has a highly disjunct west-east distribution across 
southern Australia (SW Western Australia in the west and the Eyre Peninsula-Kangaroo Island-
Yorke Peninsula-Murray Mallee region of South Australia and western Victoria in the east). 
Morphological analyses have recognised two subspecies in SW WA, P. n. nigrogularis and P. n. 
oberon, and two subspecies in eastern Australia, P. n. leucogaster of the Eyre and Yorke 
Peninsulas and the Murray Mallee, and P. n. lashmari, restricted to Kangaroo Island.  These four 
forms fall into two groups. One is represented only by nominotypical P. n. nigrogularis.  The second 
comprises all eastern forms and the western P. n. oberon and has been separated as a second 
species P. leucogaster. Subsequent mtDNA analysis has raised questions about this arrangement. 
We used mtDNA sequence data derived from the few available cryo-preserved samples as well as 
from DNA extracted from toe-pads and feathers of specimens representing all four taxa in an 
attempt to derive a more stable view of species limits within the P. nigrogularis sensu lato group. 
The samples fell into two strongly divergent geographically structured groups, completely reflecting 
the eastern and western components of the distribution. Thus we see merit in treating the two 
geographical groupings as two species, P. nigrogularis in the west and P. leucogaster in the east, 
each having two subspecies.  The new data shift the balance in favour of this hypothesis. Nuclear 
data could test whether the two western subspecies in particular are genetically isolated or currently 
exchanging genes. 
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Molecular evidence for incipient ring speciation in the crimson rosella complex (Platycercus 
elegans). 

Ring species offer an excellent opportunity to study the processes involved in speciation, because 
they have the potential to show how clinal variation across interbreeding populations may eventually 
lead to species-level differences, even in the face of gene flow. However, proposed cases of ring 
species are extremely rare, and to date conclusive molecular evidence for the existence of ring 
species has remained elusive. We tested key predictions of the ring species hypothesis in the 
crimson rosella (Platycercus elegans) complex, which forms a near-continuous geographic ring in 
south-eastern Australia and was first hypothesised to be a ring species in the 1950s. Hitherto, 
populations of this complex have been defined by the striking variation in yellow/orange/red 
plumage, supplemented by recent efforts to analyse other phenotypic and genetic traits. We used 
clustering analyses of microsatellite data, and compared this to previous analyses of mtDNA 
variation. Our data provided support for several key predictions of the ring species hypothesis, 
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