
release; and develop novel methods to utilise citizen science to enhance our understanding of the different genetic diversity 
across Tasmania, in particular the inaccessible south-west, by asking hikers to collect scat samples. We have integrated our 
conservation genomic research with real-time feedback to the STDP management team who are responsible for the long-term 
survival of this iconic endangered species. Our approach of trolling the genome to develop tools to answer a variety of 
evolutionary, disease and ecological questions has direct applications to other endangered species globally. 
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How does the gut microbiome of a specialist herbivore, the koala, respond to and affect 
translocation success? 

Michaela D.J. Blyton1, Rochelle Soo2, Emily Hynes3, Jack Pascoe4, Peter Menkhorst5, Phil Hugenholtz2, Ben Moore1  
1. Hawkesbury Institute for the Environment, Western Sydney Univeristy, Richmond, New South Wales, Australia 

2. School of Chemistry and Molecular Biosciences, University of Queensland, Brisbane, Queensland, Australia 

3. Ecoplan Australia, Torquay, Victoria, Australia 

4. Conservation Ecology Centre, Cape Otway, Victoria, Australia 

5. Department of Environment, Land, Water and Planning, Victorian State Government, Melbourne, Victoria, Australia 

Anthropogenic habitat loss and resource decline as well as ecological imbalances such as overpopulation threaten many mammal 
populations. One practical strategy available to environmental managers to promptly alleviate these threats is to translocate 
animals. However, in some instances the translocated animals fail to thrive. Such translocation failures may be caused by 
unappreciated differences between the source and destination areas. For instance, if the diet available to the animals at the 
destination location is different from that at the source then translocated animals may not be able to cope with the change. This 
is likely to be true for specialist herbivores that rely on their gastrointestinal microbiome to digest and detoxify otherwise 
unpalatable material, particularly if the animals’ microbiomes are unsuited to the new diet and cannot rapidly adapt. The koala is 
one such herbivore that has often been translocated throughout southern Australia due to their over-browsing of particular 
eucalypt species, leading to habitat destruction and starvation. Previous work in our laboratory has shown that koalas feeding on 
different species of eucalypt have functionally and compositionally different microbiomes. In the current study, we tracked how 
the microbiomes of 17 koalas changed over the course of a year after translocation relative to 12 control animals. We investigated 
whether the initial community composition of the animals’ microbiomes influenced the diet, condition or survival of the koalas 
following translocation. This study will improve our understanding of how the gastrointestinal microbiome impacts a mammal’s 
ability to shift diets after translocation or natural migration.     
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Re-introduction of the tammar wallaby (Macropus eugenii derbianus) to Kalbarri National Park: 
Home range, habitat use and notes on survival 

Gareth Watkins1, Nicole Willers1, Holly Raudino1, Janine Kinloch1, Ricky Van Dongen1  
1. Department of Parks and Wildlife, Kensington, Western Australia, Australia 

Fauna translocations are a commonly used tool for improving the conservation status of threatened species. A review of 
translocations undertaken in Western Australia reported the success of 39% of these were unknown due to inadequate post-
release monitoring. Global positioning system (GPS) data loggers can provide valuable information on survival, habitat use and 
sociality, and can be particularly useful for cryptic species and translocations in remote locations. This project reintroduced 
tammar wallabies to Kalbarri National Park (KNP), 600 km north of Perth. We used GPS data loggers, and VHF radio transmitters 
to determine survival, home range, and time spent in different vegetation types. Approximately two-thirds of collared wallabies 
died within one year post-release and just over half of the deceased wallabies was due to fox predation. The home range and 
core area estimations of male wallabies were generally larger than females, and home ranges at KNP were larger than other 
published studies. Wallabies utilised long undisturbed vegetation with a dense canopy cover during diurnal and crepuscular 
periods, and a mosaic of recently burnt and >10 years undisturbed vegetation on a variable canopy cover during the typical 
feeding period. Based on our initial success criteria, this reintroduction was not considered successful due to the number of 
wallabies that died in the first year post-release. However, the results of the monitoring provided valuable information to inform 
future translocations of the tammar wallaby and other species. 
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Sympathy for the devil: Captive-management style did not influence survival, body mass 
change or diet of Tasmanian devils after wild release 

Kate Tuckson1, Samantha Fox2, Phil Wise2, David Pemberton2, Tracey Rogers1  
1. E&ERC, School of BEES, UNSW Sydney Australia, Randwick, New South Wales, Australia 

2. Wildlife Monitoring and Management Section, Wildlife Management Branch, Department of Primary Industries, Parks, Water 
and Environment, Hobart, Tasmania, Australia 

The value of captive breeding for recovery programs of endangered carnivorous mammals is often questioned because of low 
post-release survival reported for founder animals following translocation. The aim of this study was to test the effect of rearing 
method on survival, body mass, and foraging behaviour of captive-raised Tasmanian devils, Sarcophilus harrisii, following release 
on an offshore island. Twenty-eight captive-raised devils were released onto an island; 19 had been raised in intensive captive-
management facilities (IC) and 9 in free-range (22 ha) enclosures (FRE). Survival and body-mass change was compared between 
IC and FRE for up to 440 days post-release. Devil diet was assessed via scat and stable isotope analysis. A high proportion 
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